
Cross Index of Recognition Sequences

Palindromic Tetra- and Hexa-Nucleotide Recognition Sequences

Sequences at the top of each column are written 5´ to 3´ according to convention. 
Open squares at the left of each row are place holders for nucleotides within a 
restriction endonuclease recognition sequence; arrowheads indicate the point of 

cleavage. Sequences of complementary strands and their cleavage sites are 
implied. Enzymes written in blue type recognize only one sequence while 
enzymes written in black type recognize multiple sequences.
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