pUCI19

GenBank Accession #: L09137 pUC19is a small, high-copy number E. coli plasmid cloning Enzymes with unique restriction sites are shown in bold type,
See page 160 for ordering information. vector containing portions of pBR322 and M13mp19 (1). It con- and enzymes with two restriction sites are shown in regular type.
tains the pMB1 origin of replication from pBR322, but it lacks Location of sites of all NEB restriction enzymes can be found on
. the rop gene and carries a point mutation in the RNAII transcript the NEB web site (choose Technical Reference > DNA Sequences
Feature Coordinates  Source ) ) A ) .
lacZa. 469-146 _ (G 2975 in pBR322 to A 1308 in pUC19; 2). These changes and Maps). Restriction site coordinates refer to the position of the
origin 1455-867 pMB1 (mutant) together result in a temperature-dependent copy number of 5°-most base on the top strand in each recognition sequence.

about 75 per cell at 37°C and >200 per cell at 42°C (2, 3). The
multiple cloning site (MCS) is in frame with the /acZo gene,
ori = origin of replication allowing screening for insertions using o-complementation.
Ap =ampicillin

bla (Ap?) 2486-1626 n3 Open reading frame (ORF) coordinates are in the form
"translational start — translational stop”; numbers refer to
positions on the top (clockwise) strand, regardless of the direction
pUC18 is identical to pUC19 except that the MCS region of transcription and include the start and stop codons.

(nt 397-454) is inverted.

There are no restriction sites for the following Origin of replication coordinates include the region from the -35

enzymes: Aarl(x), Afel, Afll, Agel, Alel, Apal, pNEB193 |slal§o identical to pUC1.9 except for the addition of prqmoter sequence of the BNAII trlanscrlpt to the RNA/DNA switch
Ascl, AsiS], Avill, Bael, Bbsl, BovCl, Bell, Balll several restriction endonuclease sites to the MCS. Its total length point. bla (Apf) gene coordinates include the signal sequence.
Blpl, BmgBl, Bmil, Bpu10l, BsaAl, BsaBl, Bsefl, s 2713 bp. R
Bsgl, BsiWI, BsmF, Bsml, BspDI, BspEl, BrGl, (1) Yanisch-Perron, C., Vieira, J. and Messing, J. (1985) Gene,
BssHIl, BstBl, BsIEIl, BstXI, BstZ171, Bsu36l, 33 103119,
17 ), 0, G il ], sl (2) Lin-Chao, S, Chen, W.-T. and Wong, T-T. (1992) Mo.
EcoRV, Fsel, FspAl(x), Hpal, I-Ceul, I-Scel, Mfel, Microbiol.. 6. 3385-3393
Miul, Mscl, Nael, Ncol, NgoMIV, Nhel, Nol, (3) Miki, T etal. (1987) Protein Eng. 1, 327-332.
Nrul, Nsil, PI-Pspl, PI-Scel, Pacl, PaeR7I, PfIFI, Drdl 91
PfIMI, Pmel, Pmll, PpuMI, PshAl, Psil, PspOMI, BsmBI 51 BStAPI 179
PspXI, Rsrll, Sacll, SanDI(x), SexAl, Sfil, SgrAl, BsmBl 2683 Ndel 183
SnaBl, Spel, Srfl(x), Stul, Styl, Swal, Tlil, Eco01091 2674 Kasl - Narl - Sfol 235
Tth1111, Xoml, Xhol Aatll - Zral 2617 Bgll 245
(x) = enzyme not available from NEB BeiVl 2542 Fspl 256
Sspl 2501 ~ Pvul 276
Pvull 306
Bmrl 364
Acll 2297 BeeAl 387 Apol- EcoRI 39
Xmnl 2294 BanlI - Sacl - Eco53KI 402
Acc65I - Kpnl 408
Begl 2215 MCS Aval - BsoBI - Smal -
Scal 2177 TspMI - Xmal 412
BamHI 417
Xbal 423
Pvul 2066 Accl - Hincl - Sall 429
Avall 2059 BspMI - BuAI 433
Shl 434
BstDI 1935 Pstl 435
Acll 1924 it 2t
Fspl 191 9\ HindIll 447
Avall 1837 i
NmeAlll 1822 ThL 641
Bgll 1813 BsaXI 659
BpmI 1784 BspQI - Sapl 683
BsrFI 1779 THI 781
Bsal 1766 AT - Pcil 806
BsrDI 1753 Drdl 908
Bmrl 1744
AhdI 1694 BciVl 1015
BseYl 1110
BeeAl 1292 AlwNI 1217
puUC19 MCS
Sacl Smal Xbal SbfI
EcoRI Kpnl BamHI Sall Pstl Sphl HindIII
agtgAATTCGAGCTCGGTACCCGGGGATCCTCTAGAGTCGACCTGCAGGCATGCAAGCTTGGegtaatcatggtcat
400 410 420 430 440 450 460
.S NS S PV RPDETLTS S RTCAHILS®PTTIMTM
<————— lacZo translational start J
PNEB193 MCS
Sacl Smal BssHII Pacl SbfI
EcoRI KpnI Ascl BamHI Xbal Sall Pmel PstI SphlI HindIII

agtgAATTCGAGCTCGGTACCCGGGGGCGCGCCGGATCCTTAATTAAGTCTAGAGTCGACTGTTTAAACCTGCAGGCATGCAAGCTTGGegtaatcatggteat

400 410 420 430 440 450 460 470 480 490

.S NS S PVRPRAPDIKTILDILTSOQKTFRTCAHLSZPTTIMTWM

<«——— lacZo. translational start J



